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The Optimization for the Four Key Elements in Asparagus Bean ISSR Reaction

PENG Hai, ZHANG Jing ZHANG Lufan CHEN Chan-you
(College of Life Sciences Jianghan Universitys Wuhan Hubei 430056 China)

Abstract; After the initial screening for the proper concentrations of template, primer; dNTP and enzyme, their ultimate

concentrations were determined by an orthogonal design experiment. The best electrophoreses profile was produced when

the concentrations of primer, template, dNTP and Taq polymerase were 0.2 M, 0.015ng/ L, 200 M/ L. and 0. 5U, re-

spectively. This study set up a foundation for the identification of asparagus bean germplasm with ISSR technique.
Key words; Asparagus Bean; [ISSR Reaction; Germplasm
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