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Programmed Cell Death of Plant Induced by Stress

CAO Hui LIU He, FU Xuncheng LI Churxia
(Horticulture Department of Shanxi Agnculture University, Taigu, Shanxi 261061, China)

Abstract; Programmed cell death (PCD) is an active and gene-regulated process w hich plays an important role in normal
growth and development of plants. In this review, we summarized recent studies on the features of PCD in plants inclu-
ding the possible pathways of signal transduction in PCD, the important enzyme related to PCD and so on.
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Genetic Markers for Somatic Hybrid Identification in Crop

ZHANG Yu ZHAO Yun-yun
(College of Life Science Capital Nomal University, Beijing 100037, China)

Abstract: The principles and characters of four kinds of genetic markers were emphasized, and their applications in somat-

ic hybrid identification w ere summarized in this paper.
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