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1.2.1 0.5¢GI YL
. 2mL 80% ,4°C
24 h, 5 4°C 10 000 ©/ min
20 min,
1.2.2 0.5¢GI YL
, 2mL - (3M HCl *H.0 ‘MeOH(l 3 *
16, by vol.)) ,4°C 24 h,

5 . 4G 10000 ¢/ min

20 min,

1.2.3 BECKMAN DU640 Nucleic
Add and Protein Analyzor 470 nm.
647 nm. 663 nm A647.A663 100

A470; - 530 nm.553 nm
A530.A553.
1.2.4 Lichtenthaler HK'”
Ca(mg ° L ')= 13. 95A663 — 6. 88A647 Cb
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(mg ° L ' )=24.96A647—7.32A663

a(Ca). b(Cb). Ct) ; Car
(mg ° L ')= X A470X 1/25
(Car) ; Can(mg ° L' )= A530—0.24A553

(Murray and Hackett, 1991) ;
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CTAB DNA. lg

’ , 10 mL
) 4mL  2%CTAB 20 1L )
,65C  6Omin, Q4 13 mlL
ImL  Trs- s , 14000 r/ min 10 min,

) : (%4 *1)4mL
» 14 000 r/ min 10 min, , 2/3
, , 1lmL 70%

2, 500 1 ddH20 .
RN Aase (10#g ° L ')1 1L, 37 C 1 h;

: 1, 2.5

,—20C 30 min, 100001/ min 10min I mL

70% 2, 50 ML
ddH:0,—20C DNA

DNA [§
1.4 RAPD ISSR
(169 PCR 25 1L

10X buffer 2.5#L, 2. 5 mol ° L' dANTP 3 “L,

10#mol °L""  Primer 0. 6 #L, Tagase (5U ° #L ')
0.3L,  15. 1ML, 0 ng ° “L" DNA 1 “L.
PCR 94°C 5 min, 94°C 455,
RAPD 37°C 60 s, ISSR 52°C &0 s,
7C  90s39 , 72°C 6min 4 C
25K PCR 2L 10X loading
buffer, . 0. 5X TAE
Qootg °L " 1.5% ,
Tak ara DL2000 DN A marker
. 4V oem ! 3h
2
2.1
GL.YL
. C D .
YL Gl
. YL Gl

1 GI.YL
/l‘g°g71 FW /!‘g“gleW /Pg"g71W
Gl 32.594440. 19 0.1232+0.07 0.2584+0.21
YL 29.998040. 02 0.12360.29 9.6956-0. 16
’
’ o
2.2 GI.YL RAPD ISSR
2 GI.YL RAPD ISSR
(5—3H
RAPD OPWO03 GTCCGGAG TG 5 4
OPFO4 GGTGATCAGG 4 2
OPF05 CCGAATTCCC 1 0
OPW06 AGGCCCGATG 4 0
OPWO07 CTGGACGTCA 6 0
OPF09 CCAAGCTTCC 5 3
OPW13 CACAGCGACA 3 0
OPW19 CAAAGCGCTG 4 0
OPF13 GGCTGCAGAA 3 0
ISSR UBC890 VHVGT), 4 0
UBC848 (CA%RG 7 0
UBC835 (AG)sYC 5 0
UBC807 (AG) T 8 0
UBC811 (GA)sC 7 4
UBC825 (AC)ST 5 0
UBC880 (GGAGA)3 6 0
UBC841 GAYC 4 0
UBC844 (CT X% RC 2 0
:H =not G;R=A or G; Y=C or G; V=not T.
23 RAPD 9
C D, S00~3500 bp DNA )
OPW03.0PFO4.0PWOOC 1D
( Do 13 ISSR 9
, UBC811
C 2 ). RAPD
ISSR PCR ,
, DNA PCR
, PAGE s
EB DNA
RAPD
’
s DNA

YL OPWO03.0PFO04.0PW® 3
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Identification of Pink Sprout Mutation from ‘ Gold Island Rose

XIE Ji-rong*?, LIANG Guo-lu?, LI Shufa’, CHENG Zai-quan®, TANG Kaixue % HUANG Xing-g3
(1. Department of Life Science, Chongqing University of Arts and Sciences, Chongqing 402168 China; 2. College of Horticulture and Gardens
Southwest University, Chongqing 400715 China; 3. Yunnan Academy of A gricultural Sciences, Kunming 650223, China)

Abstract; Bud mutation is very important for new variety selection. In order to fast distinguish heritable mutation from
the decoration mutation caused by environmental factor, this article used RAPD and ISSR to analysize ¢ Gold Island’ and
its suspected bud mutation Yesterday Love’ and polymorphic bands can be amplified with RAPD and ISSR primers. The
result indicated this bud mutaion is the stable variation w hich resulted from the genomic variation. This w ork had laid the
foundation for separation of the genes related to flower color as well as declaration of the new variety Yesterday Love .
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