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Study on Browning Control in Tissue Culture of Actinidia arguta Planch.
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(1. College of A gronomy, Shengyang Agricultural University, Shenyang, Liaoning 11016, China;
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Abstract; Experiment was aimed at studying the problem of browning control during the stem segment with buds culture

of Actinidia arguta Planch.. Results showed that the best way for the browning control of explanted tissue is that the
explants of Actinidia arguta Planch. were cultured in MS, added with 6-BA (0.1 mg °L '), NAA (0.02%) and PVP
(3%). And the subculture plantlets were transplanted on the same medium at intervals of 1015 d.
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ACC Oxidase Gene (Jonging in Carnation and the Construction of Its
Plant Expression Vectors and Antisense Expression Vectors
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Abstract: Basing on the ¢cDNA sequence of ACC Oxidase Gene from carnation in Genebank, we designed a pair of special
primers , according to PCR. amplified ACC Oxidase Gene of camation using the cDNA of MASTER ‘as template. The se-
quence analysis showed that the cloned sequence was accord with the reported totally, PCR product was cloned into the up-
stream and downstream of CaM'V 355 promoter in plant expression vectorPBI121 plasmid separately, established expression
vectors(PBI121-ACO) and antisense expression vectors (PBI121-antiACO ). PCR identification showed gene had been cloned
into expression vector suceessfully which can be used for old resistant breeding of gene engineering.
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