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ISSR - PCR

Mg2+ dNTP DNA Tay

/mmol- L-1 /mmol- L ~1 Ing Pmol - 1! /U
1 2.0 0.15 20 0.4 1
2 2.0 0.15 30 0.4 1
3 2.0 0.15 40 0.4 1
4 2.0 0.2 20 0.4 1
5 2.0 0.2 30 0.4 1
6 2.0 0.2 40 0.4 1
7 2.0 0.25 20 0.4 1
8 2.0 0.25 30 0.4 1
9 2.0 0.25 40 0.4 1
10 2.5 0.15 20 0.4 1
11 2.5 0.15 30 0.4 1
12 2.5 0.15 40 0.4 1
13 2.5 0.2 20 0.4 1
14 2.5 0.2 30 0.4 1
15 2.5 0.2 40 0.4 1
16 2.5 0.25 20 0.4 1
17 2.5 0.25 30 0.4 1
18 2.5 0.25 40 0.4 1
19 3.0 0.15 20 0.4 1
20 3.0 0.15 30 0.4 1
21 3.0 0.15 40 0.4 1
2 3.0 0.2 20 0.4 1
23 3.0 0.2 30 0.4 1
24 3.0 0.2 40 0.4 1
25 3.0 0.25 20 0.4 1
26 3.0 0.25 30 0.4 1
27 3.0 0.25 40 0.4 1
28 2.0 0.2 30 0.2 1
29 2.0 0.2 30 0.3 1
30 2.0 0.2 30 0.4 1
31 2.0 0.2 30 0.5 1
32 2.0 0.2 30 0.4 0.5
33 2.0 0.2 30 0.4 1
34 2.0 0.2 30 0.4 L5
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Study on Optimization for ISSR Reaction System in (himonanthus Praecox

CHU Yun—xia"***, TANG Geng-guo'; ZHANG Yong-chun®*’, JING Xiang-mi*
(1. Horticultural Research Institute Shanghai Academy of Agncultural Science Shanghai 201106 China 2. Flower Reasearch Institute

Shanghai A cademy of Agricultural Science, Shanghai 201106 China 3. Shanghai Key Lab of Protected Horticutural Technology, Shanghai
201106, China; 4. College of Forest Resources and Environment Nanjing Forestry University » Nanjing 210037 China; 5. Forestry and Fruit Re
search Institute Shanghai Academy of Agricultural Science, Shanghai 201106, China)

Abstract; To optimize ISSR amplification system on Chimonanthus praewx, the effect of three factors, M gH, ANTP and

DNA were studied on three levels respectively, the suitable coneentration of primer and Taq DNA Polymerase were stud

ied also. The results showed that optimum ISSR reaction system of Chimonanthus praecox was every 20 L reaction sys
tem containing 1X PCR buffer, 2. 5mmol - L~ MgCl2,0. 2mmol - L™'dNTP, 0.3!mol- L 'primer, 30 ng DNA template
and 1U Taq DNA polymerase. The optimal annealing temperature for ISSR-PCR reaction was proposed by gradient PCR.
Key words: Chimonanthus praewx; ISSR; Reaction system; Gradient PCR
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