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Research Progress of Molecular Genetic Map in Fruit Trees

GAO Jia, TANG Hao-m, DONG Xiaoli LUO Ya
(College of Forestry and Horticulture Sichuan A gricultural University, Yaan Sichuan 625014, China)

Abstract: The theoretical basis, general procedures and methods of molecular genetic mapping in fruit trees were reviewed

in this article. A great number of literatures on the application of the qualitative genes and quantitative trait loci, the

comparative genomics, marker-assisted selection and the gene cloning on molecular genetic mapping in fruit trees were

quoted. The situation of those maps was summarized in detail. Some suggestions for further study on the genetic molec-

ular mapping were also put forward.

Key words: Molecular genetic map; Qualitative genes; Quantitative trait loci; Comparative genomics; Marker-assisted se-

lection; Gene cloning
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